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Background: Papaya (Carica papaya L.) is one of the most widely cultivated and consumed tropical fruits worldwide. However, its
wild genotypes, such as the so-called “monkey papaya,” remain underexplored despite representing valuable reservoirs of genetic
diversity. This study aimed to evaluate the phenotypic variability of wild papaya populations from the province of Manabi, Ecuador,

as a basis for their conservation and sustainable use.

Methods: A total of 139 individuals were characterized using quantitative descriptors (plant height, fruit weight, pulp thickness, central
cavity size, seed count and soluble solids content) and qualitative traits (fruit shape, color and internal cavity appearance).

Result: Statistical analyses revealed significant variation among locations, with Manta populations producing larger fruits, while Junin
exhibited the highest soluble solids content. A negative correlation between plant height and fruit size suggested potential trade-offs in
resource allocation. Distinct morphotypes were identified, including OCEPP and pear-shaped fruits, particularly in santa ana and sucre.

Key words: C. papaya, Fruit shapes, Morphological traits, Tropical fruit, Variability genetic.

INTRODUCTION

Papaya (Carica papaya L.) is an economically important
tropical and subtropical fruit crop with steadily increasing
global production (Carvalho and Renner, 2014; Nantawan
et al., 2019). Despite its wide cultivation in more than
50 countries (Saeed et al., 2014), domestication has
narrowed genetic diversity in commercial varieties,
increasing their vulnerability to pests, diseases and
environmental change (Jiménez-Rojas et al., 2025).
In contrast, wild papaya populations have continued
evolving under natural selective pressures, the leaves have
a bioinsecticide effect (Rahayu et al., 2022), retaining
alleles associated with tolerance to biotic and abiotic stress,
improved nutritional quality and extended post-harvest
longevity (Renzi et al., 2022; Heredia-Pech et al., 2025;
Gonzéalez-Oviedo et al., 2025). Papaya originated in
southern Mexico and Costa Rica and its wild populations
extend throughout the tropical and subtropical lowland
forests of Mesoamerica (Azad et al., 2014; Chavez-
Pesqueira and Nufiez-Farfan, 2017). Extensive morphological
and molecular assessments conducted in Mexico, Brazil,
India and other regions have revealed substantial
diversity within wild germplasm, including rare alleles
relevant for breeding and conservation (Kim et al., 2002;
Matos et al., 2013; Hassan et al., 2022; Leela et al., 2024).
These populations commonly consist of fast-growing
trees reaching up to 10 m (Ruiz-Gil et al., 2023) and
exhibit considerable variation in fruit traits such as size,
shape, pulp color and organoleptic attributes (Srivastava
et al., 2025; Heredia-Pech et al., 2025). However, despite
their recognized importance, the full extent of genetic and
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phenotypic variation across the species’ range remains
incompletely characterized due to the broad distribution
and the presence of understudied populations (Chavez-
Pesqueira and Nufez-Farfan, 2016). In coastal Ecuador,
specifically in the province of Manabi, wild papaya occurs
in scattered populations that show notable morphological
heterogeneity, including variation in tree height, petiole color,
fruit size and shape (rounded and, in some cases,
elongated), number of fruits (more than 60 fruits per tree),
mesocarp and endocarp coloration and internal cavity
structure patterns consistent with reports from other
regions such as Bihar, India (Singh and Kumar, 2010).
Yet, these populations remain poorly documented, limiting
their integration into conservation strategies and breeding
programs. Understanding their phenotypic diversity is
therefore essential for identifying traits of agronomic
interest and supporting the use of these genetic resources
(Zheng et al., 2023). Thus, this study seeks to evaluate the
morpho-agronomic variability of wild papaya populations
along the coastal gradient of Manabi, Ecuador, providing a
basis for conservation planning and for assessing their
potential contribution to genetic improvement (Fig 1).

MATERIALS AND METHODS
Sample collection

A total of 139 fruit samples were collected from different
papaya trees during 2024 and 2025, representing eight
cantons of the Manabi province in Ecuador (Fig 2).
Ripe fruits were harvested directly from each tree and stored
in a cooler for preservation until processing in the laboratory
from the Faculty of Agro-environmental Engineering of the
Technical University of Manabi. It is important to note that
the selection of trees varied between cantons, because
the same number of samples was not found in all sampling
sites; therefore, it was not possible to standardize the
number of individuals per canton.

Morpho-agronomic characterization

The phenotypic characterization involved the assessment
of 11 traits related mainly to fruit morphology and quality.
Measurements included longitudinal length (LL), equatorial
diameter (ED), the ED/LL ratio (LER), fruit weight (FW),
pulp thickness (PT), central cavity diameter (CCD) and the

number of seeds per fruit (NSF). Fruit shape was classified
into 13 categories (cacao-shaped, various oval, round and
pear-shaped forms differing in peduncular-end morphology
and presence of ridges). The central cavity shape was
categorized as star-shaped, slightly star-shaped, round,
angular, or irregular, following UPOV (2008) descriptors.
Fruit and pulp color were recorded and total soluble solids
were measured using a digital refractometer (Atago Master
M, Atago Co. Ltd., Japan) with a range of 0-32°Brix.

Data analysis

All statistical analyses were conducted in R (R Core Team,
2020). Descriptive statistics for quantitative traits, both overall
and by canton, were obtained using the ‘dplryr’ package
(Wickham et al., 2019). ANOVA was performed with the “aov”
function to test for differences among cantons and significant
differences (p<0.05) were identified using Tukey's HSD test
from the ‘agricolae’ package (de Mendiburu and de
Mendiburu, 2019). Pearson correlation analyses were
conducted with ‘corrplot’ (Wei et al., 2017). PCA visualization
was generated using ‘Factoextra’ (Kassambara and Mundt,
2017). For categorical traits, frequencies and percentages
were calculated with dplyr and barplots were produced using
ggplot2 (Wickham, 2011).

RESULTS AND DISCUSSION
Morpho-agronomic characterization

The quantitative traits differed significantly among cantons
except for plant height (PH) (Table 1). Average pH ranged
from 5.33 m in Junin to 8.00 m in Pedernales, with standard
deviations of 2.08-3.0 m. Pedernales, sucre and rocafuerte
showed the greatest average heights (6.7-8.0 m), while
manta (5.50 m) and junin (5.33 m) had the lowest.
Fruit size also varied significantly by canton. Longitudinal
length (LL) ranged from 11.3 cm (Pedernales) to 21.0 cm
(Manta), while equatorial diameter (ED) ranged from 8.3 cm
(Sucre) to 37.7 cm (Manta). The LL/ED ratio showed that
fruits from manta (1.8) were the most elongated and those
from Sucre (0.6) the least. Manta fruits also had the greatest
pulp thickness (PT; 22.1 mm) and central cavity diameter
(CCD; 74.8 mm), whereas Santa Ana had the smallest PT
(14.3 mm) and Junin the smallest CCD (42.9 mm).
Fruit weight (FW) followed the same pattern: the heaviest

A) Monkey papaya filled with fruit. B and C) Shape of the inner part of the fruit. D) Genetic variability across morpho

agronomic traits.

Fig 1: Characteristics of wild C. papaya genotypes.
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fruits were from manta (773.0 g) and the lightest from santa
ana (284.6 g). The number of seeds per fruit (NSF) ranged
from 51.3 (Junin) to 123 (Manta).

The PCA (Fig 3) revealed clear morphological
differentiation among cantons, with PC1 and PC2
explaining 61.9% of variance. Manta, jipijapa and rocafuerte
clustered with larger fruits higher ED, LL, FW, PT, CCD and
NSF while santa ana and portoviejo were positioned
opposite these size-related traits. Sucre and pedernales
associated instead with greater tree height (PH) and more
elongated fruits (LER). PC1 was driven mainly by fruit size
variables, whereas PH and NSF loaded negatively,
indicating trade-offs between vegetative vigor, seed number
and fruit development. The full correlation matrix appears
in Fig 4 of the 55 fruits analyzed for soluble solids (SS), no
significant differences were detected among cantons;
however, Jipijapa showed the highest SS (12.2° Brix) and
Sucre the lowest (9.08°Brix).

Regarding qualitative variables, 66.7% of the 139 fruits
collected were yellow. According to the color of the fruit by
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The red dots show the collection locations.

Fig 2: Distribution of the 139 fruit samples of papaya collected
within eight cantons of the province of Manabi in ecuador.

canton, junin presented all yellow fruits (100%), followed
by santa ana (89%), manta (83%), pedernales and
rocafuerte with 71% and sucre (59%). While green fruits
had a more homogeneous distribution, however, they were
more frequent in portoviejo (64%) and jipijapa (54%)
cantons (Fig 5A). Regarding the pulp, the yellow pulp color
was the most frequent with 92.8%. All fruits (100%) from
junin, manta and rocafuerte had yellow pulp color.
W hile Portoviejo had the highest quantity of fruits with white
pulp (27%), followed by Pedernales (14%) and jipijapa
(11%) (Fig 5B).

The OPPE fruit shape was the most frequent (57%),
followed by PS (19%) and RS (6%), while all other shapes
appeared at ~1%. OPPE was present in all cantons except
Manta, with highest frequencies in santa ana (83%), sucre
(67%) and jipijapa (61%). Rocafuerte showed the greatest
diversity, being the only site with ORPE, OSSR, PSRP, RPR
and RRP. Portoviejo uniquely presented EPPE and OSPE,
Manta only PSPR and a single CS fruit was found in sucre.
For central cavity shape (SCC), star-shaped dominated
(46%), followed by slightly star-shaped (21%), irregular
(19%), angular (10%) and round (4%). The star type
occurred everywhere except pedernales, ranging from 37%
(Sucre) to 83% (Manta). Sucre, rocafuerte and jipijapa were
the only cantons containing all five SCC types, while the
round shape was rare, found only in rocafuerte, jipijapa
and sucre.

The observed morphological and fruit quality variability
among C. papaya populations across the sampled sites
is consistent with patterns reported for wild papaya in
heterogeneous environments, where phenotypic
differentiation reflects the combined influence of genetic
background and site-specific climatic, edaphic and
geographic conditions (Hernandez-Salinas et al., 2022).
Comparable levels of variation in plant height, fruit
dimensions, pulp thickness and biotic stress tolerance
have been documented in other wild genotypes, showing
that both heritable traits and environmental heterogeneity
play a central role in shaping phenotypic expression (Moore,
2014; Kumar et al., 2015). In terms of physicochemical
attributes, differences in soluble solids content among
populations align with previous evidence linking sugar

Table 1: Mean, standard deviation (Sd) and range among the 139 papaya fruits collected from eight cantons in ecuador.

Trait Unit Mean Sd Min Max Significance
PH m 6.357 2.156 1.5 15

LL mm 62.612 59.815 9 200 *

ED mm 50.378 32.137 15 133.86 *

LER 1.007 0.523 0.359 2.885 *

WF g 499.771 280.067 1.1 1350 *

PT mm 17.569 5.097 6 30.63 *

DCC mm 54.009 15.837 4.1 104.7 *

NSF 86.319 41.888 0 216 *

PH: Plant height; LL: Longitudinal length, ED: Equatorial diameter; LER: Longitudinal/equatorial ratio; WF: Weight of the fruit; PT: Pulp
thickness; DCC: Central cavity diameter; NSF: Number of seeds per fruit. Significance at p>0.05.
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Fig 3: PCA-Biplot analysis based on quantitative traits and
collection sites (eight cantons) of the 139 papaya fruits
collected within the province of Manabi in ecuador.
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Fig 4: Correlation plot matrix between eight morphological traits
for the 139 papaya fruit samples collected in the province of
Manabi in ecuador.

accumulation to water availability and local environmental
conditions (Mahouachi and Marrero-Diaz, 2022). These variations
are particularly relevant from a commercial perspective,
as soluble solids are a key determinant of consumer
acceptance and market value (Vargas Tierras et al., 2021).
Morphological traits associated with pulp yield, such as
cavity diameter and seed number, further differentiated
populations. For example, genotypes from Manta exhibited
larger central cavities, which may reduce the proportion of
edible pulp when compared with populations displaying
smaller cavities, a pattern previously associated with
site-dependent ecological factors and fruit physiological
status (Annegowda and Bhat, 2016). Fruit shape showed
pronounced inter-population variability, a characteristic
commonly reported in open-pollinated species with seed-
based propagation, where cross-pollination patterns and
plant sex contribute to high phenotypic diversity (Avila-
Hernandez et al., 2023). The prevalence of specific
morphotypes, particularly OCEPP, contrasts with the lower
frequency of alternative forms and may reflect selective
pressures imposed by local market preferences for
standardized fruit shapes and sizes (Manshardt, 2012;
Maruchi et al., 2008). Conversely, the persistence of less
frequent morphotypes in certain locations suggests
potential adaptive advantages, such as increased tolerance
to environmental stress or disease, potentially mediated
by phenotypic plasticity (Potts and Hunter, 2021; Gratani,
2014). These shape-related differences are not merely
aesthetic, as fruit form has been shown to influence
soluble solids content, firmness and other quality traits
relevant for commercialization (PNUD, 2023). Low-frequency
morphotypes may therefore result from a combination of
genetic constraints and limited market demand
(Annegowda and Bhat, 2016; Ovando-Martinez and
Gonzalez-Oviedo, 2020). Color traits also contributed to
the differentiation among populations. The dominance of
yellow fruit color across most sites is in agreement with
reports highlighting its association with higher sweetness
and carotenoid content, traits strongly favored by
consumers (Chandrika et al., 2003; Laurora et al., 2021).
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Fig 5: Barplots showing the proportion of fruit (A) and pulp (B) colors by canton of the papaya samples collected.
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In contrast, the occurrence of green fruits in specific
populations may indicate differences in physiological
maturity or shelf life (Patil et al., 2018; Sukorini and Ishartaty,
2025) at harvest or local environmental influences on
ripening processes. The limited representation of other
color categories suggests the presence of rare or incipient
morphotypes, potentially maintained in isolated wild
individuals. Similarly, pulp color exhibited marked variability,
with yellow pulp being the most frequent, consistent with
its recognized nutritional value and consumer preference
(Aryal and Ming, 2014; Chung et al., 2023; Schweiggert
et al., 2011). Alternative pulp hues likely reflect underlying
genetic diversity or environmentally driven modulation of
pigment biosynthesis pathways, as reported in other
tropical fruit species (Oziegbe et al., 2015). The variation in
central cavity shape among populations appears to be
influenced by both genetic structure and local
environmental conditions characteristic of coastal habitats.
The predominance of star-shaped cavities across sites
may indicate a functional advantage related to internal fruit
architecture and seed arrangement, as previously
proposed by Tan et al. (2021). Overall, the comparative
patterns observed across populations underscore the
strong interaction between environmental gradients and
genetic diversity in determining fruit morphology and quality
in wild C. papaya populations.

CONCLUSION

Wild genotypes of C. papaya show substantial genetic and
phenotypic variability, expressed in diverse morphological
and fruit quality traits across localities. This diversity
provides valuable traits for consumption and crop
improvement, reinforcing the importance of conserving
these genetic resources. Ensuring both in situ and ex situ
conservation is essential to safeguard their contribution to
food security, ecological resilience and the sustainability
of tropical fruit production systems.

ACKNOWLEDGEMENT

The authors are grateful to the Programa de Conservacién
de Especies Endémicas en Peligro de Extincion en la Provincia
de Manabi, Facultad de Ingenierias Agroambientales and
Jardin Universitario of the Universidad Técnica de Manabi.
Centro de Estudios en Alimentos Procesados (CEAP)
Talca, Chile.

Disclaimers

The views and conclusions expressed in this article are
solely those of the authors and do not necessarily represent
the views of their affiliated institutions. The authors are
responsible for the accuracy and completeness of the
information provided, but do not accept any liability for any
direct or indirect losses resulting from the use of this content.

Informed consent

There were no animal trials or samples.

Conflict of interest

The authors declare that there are no conflicts of interest
regarding the publication of this article. No funding or
sponsorship influenced the design of the study, data
collection, analysis, decision to publish, or preparation of
the manuscript.

REFERENCES

Annegowda, H.V. and Bhat, R. (2016). Chapter 21-Composition of
Papaya Fruit and Papaya Cultivars. In: Nutritional Composition
of Fruit Cultivars. [Simmonds, M.S.J. and Preedy, V.R.
(Eds.)], Academic Press. (pp. 497-516). https://doi.org/
https://doi.org/10.1016/B978-0-12-408117-8.00021-0.

Aryal, R. and Ming, R. (2014). Cloning Major Genes Controlling
Fruit Flesh Color in Papaya. In: Genetics and Genomics
of Papaya. [Ray, P.H.M. and Moore (Ed.)], Springer New
York. (pp. 341-353). https://doi.org/10.1007/978-1-4614-
8087-7_18.

Avila-Hernandez, J.G., Cardenas-Aquino, M.R., Camas-Reyes, A.
and Martinez-Antonio, A. (2023). Sex determination in
papaya: Current status and perspectives. Plant Science.
335: 111814. https://doi.org/https://doi.org/10.1016/
j.plantsci.2023.111814.

Azad, M.A.K., Amin, L. and Sidik, N.M. (2014). Gene technology
for papaya ringspot virus disease management. The
Scientific World Journal. 2014(1): 768038.

Carvalho, F.A. and Renner, S.S. (2014). The Phylogeny of the
Caricaceae. In: Genetics and Genomics of Papaya.
Springer New York. (pp. 81-92). https://doi.org/10.1007/
978-1-4614-8087-7_5

Chandrika, U.G., Jansz, E.R., Wickramasinghe, S.M.D.N. and
Warnasuriya, N.D. (2003). Carotenoids in yellow-and
red-fleshed papaya (Carica papaya L). Journal of the
Science of Food and Agriculture. 83(12): 1279-1282.
https://doi.org/10.1002/jsfa.1533.

Chéavez-Pesqueira, M. and Nufez-Farfan, J. (2017). Domestication
and Genetics of Papaya: A Review. In Frontiers in Ecology
and Evolution. 5(12). https://doi.org/10.3389/fevo. 2017.
00155.

Chung, S.W., Jang, Y.J., Kim, S. and Kim, S.C. (2023). Spatial and
compositional variations in fruit characteristics of papaya
(Carica papaya cv. tainung No. 2) during ripening. Plants.
12(7). https://doi.org/10.3390/plants12071465.

de Mendiburu, F. and de Mendiburu, M.F. (2019). Package ‘Agricolae’.
R Package, Version. 1(3): 1143-1149.

Gonzélez-Oviedo, N.A., Fuentes-Ortiz, G. and Santamaria, J.M.
(2025). Wild Carica papaya genotype is more waterlogging
resilient than its commercial counterpart. Theoretical
and Experimental Plant Physiology. 37(1): 13. https://
doi.org/10.1007/s40626-024-00361-0.

Gratani, L. (2014). Plant phenotypic plasticity in response to
environmental factors. Advances in Botany. 2014: 1-17.
https://doi.org/10.1155/2014/208747.

Hassan, K.H.A., Abd-Elkawy, M.M.A., Sami, R., Al Masoudi, L.M.,
Alyamani, A., Aloufi, S., Alharthi, S., Zewail, R.M.Y. and
El-Gioushy, S.F. (2022). Morphologic and molecular
evaluation of papaya strains (Carica papaya L.) under
mediterranean conditions. Journal of Biobased Materials
and Bioenergy. 16(2): 231-239. https://doi.org/10.1166/
jbmb.2022.2175.

Volume 60 Issue 8 (August 2026) 1219



Phenotypic and Quality Diversity of Wild Papaya (Carica Papaya L.) in Coastal Agroecosystems of Ecuador: Implications for...

Heredia-Pech, M., Martinez-Castillo, J., Martinez-Natarén, D.A.,
Ruiz-Gil, P., Jiménez-Rojas, M.l., Ortiz-Garcia, M.M. and
Chéavez-Pesqueira, M. (2025). Effects of domesticated-
to-wild gene flow on the genetic structure and diversity
of wild papaya (Carica papaya L.) in its mesoamerican
diversity area. Genetica. 153(1): 1-12.

Hernandez-Salinas, G., Luna-Cavazos, M., Soto-Estrada, A.,
Garcia-Pérez, E., Pérez-Vazquez, A. and Cérdova-
Téllez, L. (2022). Distribution and eco-geographic
characterization of Carica papaya L. native to Mexico.
Genetic Resources and Crop Evolution. 69(1): 99-116.
https://doi.org/10.1007/s10722-021-01207-3.

Jiménez-Rojas, M.I., Ruiz-Gil, P.J., Heredia-Pech, M. and Chavez-
Pesqueira, M. (2025). From wild to domesticated: Exploring
selection signatures caused by domestication in Carica
papaya. Ecological Genetics and Genomics. 36: 100367.

Kassambara, A. and Mundt, F. (2017). Package ‘Factoextra’. Extract
and Visualize the Results of Multivariate Data Analyses.
76(2): 10-18637.

Kim, M.S., Moore, P.H., Zee, F., Fitch, M.M., Steiger, D.L., Manshardt,
R.M. and Ming, R. (2002). Genetic diversity of Carica
papaya as revealed by AFLP markers. Genome. 45(3):
503-512.

Kumar, M., Prasad, Y., Kumar, M., Prakash, S., and Kumar, S.
(2015). Evaluation of genetic variability, genetic advance,
heritability and character association for yield and its
contributing traits in papaya (Carica papaya L.). Vegetos.
28(2): 99-102. https://doi.org/10.5958/2229-4473.2015.
00043.9.

Laurora, A., Bingham, J.P., Poojary, M.M., Wall, M.M. and Ho, K.K.H.Y.
(2021). Carotenoid composition and bioaccessibility of
papaya cultivars from hawaii. Journal of Food Composition
and Analysis. pp. 101. https://doi.org/10.1016/j.jfca.
2021.103984.

Leela, M., Kavitha, C. and Soorianathasundaram, K. (2024). Genetic
diversity and population structure analysis of papaya
(Carica papaya L.) germplasm using simple sequence
repeat (SSR) markers. Genetic Resources and Crop
Evolution. 71(8): 4067-4081.

Mahouachi, J. and Marrero-Diaz, E. (2022). Plant growth and fruit
nutrient changes in Carica papaya L. genotypes subjected
to regulated deficit irrigation. Life. 12(11). https://doi.org/
10.3390/1ife12111831.

Manshardt, R. (2012). The papaya in Hawai'i. Hort Science. 47(10):
1399-1404.

Maruchi, A., Tornet, Y., Aranguren, M., Ramos, R., Rodriguez, K.
and Pastor, M.C.R. (2008). Caracterizacion de los frutos
de cuatro cultivares de papaya del grupo solo, introducidos
en Cuba. Agronomia Costarricense. 32(2). https://
doi.org/10.15517/rac.v32i2.6764.

Matos, E.L.S., Oliveira, E.J., Jesus, O.N. and Dantas, J.L.L. (2013).
Microsatellite markers of genetic diversity and population
structure of Carica papaya. Annals of Applied Biology.
163(2): 298-310.

Moore, P.H. (2014). Phenotypic and Genetic Diversity of Papaya.
In: Genetics and Genomics of Papaya. [Ray, P.H.M. and
Moore (Ed.)], Springer New York. (pp. 35-45). https://
doi.org/10.1007/978-1-4614-8087-7_3.

Nantawan, U., Kanchana-Udomkan, C., Bar, |. and Ford, R. (2019).
Linkage mapping and quantitative trait loci analysis of
sweetness and other fruit quality traits in papaya. BMC
Plant Biology. 19: 1-11.

Ovando-Martinez, M. and Gonzélez-Aguilar, G.A. (2020). Chapter
31-Papaya, [Editor(s): Jaiswal, A.K.], Nutritional Composition
and Antioxidant Properties of Fruits and Vegetables,
Academic Press, Pages 499-513, ISBN 9780128127803,
https://doi.org/10.1016/B978-0-12-812780-3.00031-3.

Oziegbe, M., Folorunso, A.E. and Ajao, D.O. (2015). Inheritance of
purple pigmentation in Carica papaya Linn. (Caricaceae).
International Journal of Plant Research. 5(2): 27-33.
https://doi.org/10.5923/j.plant.20150502.01.

Patil, R.V., Patil, V.R. and Pujari, C.V. (2018). Effect of maturity
stages on shelf life of papaya (Carica papaya L.). Asian
Journal of Dairy and Food Research. 37(4): 335.
doi: 10.18805/ajdfr.DR-1340.

PNUD. (2023). Cultivo y comercializacion de la Papaya [Garcia-
Alvarez, M.E. (Ed.]. Editorial Instituto de Investigaciones
en Fruticultura Tropical. Programa Autoabastecimiento
Local para una Alimentacion Sostenible y Sana (ALASS),
MINAG, PNUD y Unién Europea. La Habana. 129 p.

Potts, A.S. and Hunter, M.D. (2021). Unraveling the roles of genotype
and environment in the expression of plant defense
phenotypes. Ecology and Evolution. 11(13): 8542-8561.
https://doi.org/10.1002/ece3.7639.

R Core Team (2020). (n.d.). R: A Language and Environment for
Statistical Computing. R Foundation for Statistical Computing,
Vienna, Austria. URL https://www.R-project.org/.

Rahayu, S.E., Leksono, A.S., Gama, Z.P. and Tarno, H. (2022). The
bio-insecticidal activity of papaya (Carica papaya L.)
leaves extract against Spodoptera litura Fabr. (Lepidoptera:
Noctuidae) larval growth. Indian Journal of Agricultural
Research. 56(6): 741-745. doi: 10.18805/IJARe.AF-747.

Renzi, J.P., Coyne, C.J., Berger, J., von Wettberg, E., Nelson, M.,
Ureta, S. and Brus, J. (2022). How could the use of crop
wild relatives in breeding increase the adaptation of
crops to marginal environments? Frontiers in Plant
Science. 13: 886162.

Ruiz-Gil, P.J., Wegier, A., Alavez, V., Rosas-Plaza, S., Nufiez-
Farfan, J. and Chavez-Pesqueira, M. (2023). Wild papaya
shows evidence of gene flow from domesticated maradol
papaya in Mexico. Genetic Resources and Crop Evolution.
70(8): 2391-2410.

Saeed, F,, Arshad, M.U., Pasha, |., Naz, R., Batool, R., Khan, A.A.
and Shafique, B. (2014). Nutritional and phyto-therapeutic
potential of papaya (Carica papaya Linn.): An overview.
International Journal of Food Properties. 17(7): 1637-
1653.

Schweiggert, R.M., Steingass, C.B., Heller, A., Esquivel, P. and
Carle, R. (2011). Characterization of chromoplasts and
carotenoids of red-and yellow-fleshed papaya (Carica
papaya L.). Planta. 234(5): 1031-1044. https://doi.org/
10.1007/s00425-011-1457-1.

Singh, K. and Kumar, A. (2010). Genetic variability and correlation
studies in papaya under bihar conditions. Acta Horticulturae.
851: 145-150. https://doi.org/10.17660/ActaHortic.2010.851.20.

1220 Indian Journal of Agricultural Research



Phenotypic and Quality Diversity of Wild Papaya (Carica Papaya L.) in Coastal Agroecosystems of Ecuador: Implications for...

Srivastava, R., Jaiswal, N., Kharkwal, H., Dubey, N.K. and Srivastava,
R. (2025). Phytomedical properties of Carica papaya for
boosting human immunity against viral infections. Viruses.
17(2): 271. https://doi.org/10.3390/v17020271.

Sukorini, H. and Ishartaty, E. (2025). Different maturity phases and
wrapping material types affect papaya fruit's quality
(Carica papaya L.) var. Calina. Asian Journal of Dairy
and Food Research. 44(Special issue): 115-121.
doi: 10.18805/ajdfr.DRF-508.

Tan, C.X., Tan, S.T. and Tan, S.S. (2021). Bioactive phytochemicals
from papaya seed oil processing by-products. Reference
Series in Phytochemistry. 1(1): 1-12. https://doi.org/
10.1007/978-3-030-63961-7_17-1.

UPOV. (2008). International Union for the Protection of New
Varieties of Plants (2008) Papaya. UPOV Code: CARIC_
PAP Carica papaya L. Guidelines for the Conduct of
Tests for Distinctness, Uniformity and Stability. International
Union for the Protection of New Varieties of Plants.
Geneva, Switzerland. 29 p.

Vargas, T., Beatriz, Y., Diaz, M., Evelyn, A., Congo, Y.C.D., Tinoco,
J.L.A. and Viera AW.F. (2021). Comparison of fruit
quality traits of papaya (Carica papaya L.) genotypes
from Shushufindi and La Joya de los Sachas, Ecuador.
Ciencia Tecnologia Agropecuaria. 22(1). https://doi.org/
10.21930/RCTA.VOL22_NUM1_ART:1930.

Wei, T., Simko, V., Lewy, M., Xie, Y., Jin, Y. and Zemla, J. (2017).
Package ‘Corrplot’. Statistician. 56(316): e24.
Wickham, H. (2011). ggplot2. Wiley Interdisciplinary Reviews:

Computational Statistics. 3(2): 180-185.

Wickham, H., Frangois, R., Henry, L., Miller, K. and Wickham, M.H.
(2019). Package ‘Dplyr’. A Grammar of Data Manipulation,
R Package Version 8.

Zheng, Y., Feng, M., Li, X., Huang, X., Chen, G., Bai, W. and Chen,
Y. (2023). Phenotypic variation analysis and excellent
clone selection of alnus cremastogyne from different
provenances. Plants. 12(18): 3259.

Volume 60 Issue 8 (August 2026) 1221



